In the title compound, C 24 H 19 N 3 O, the pyrazoline ring adopts an envelope conformation with the C atom linking to the pyridine ring as the flap. The mean plane of the pyrazoline ring makes dihedral angles of 85.54 (4) and 81.66 (3) with the pyridine ring and the anthracene ring system, respectively. In the crystal, molecules are linked by C-HÁ Á ÁO hydrogen bonds. In addition, weakinteractions [centroid-centroid distances = 3.695 (3)-3.850 (7) Å ] are observed.
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For applications of pyrazoline derivitives, see: Amir et al. (2008); Stell (2005) . For the synthesis of the title compound, see: Lé vai & Jekó (2006) . For a related structure, see: Liu et al. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) Àx þ 1; Ày þ 2; Àz þ 2.
Data collection: CrystalClear (Rigaku/MSC, 2004); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97.
Figure 1
A view of the molecular structure of the title compound with displacement ellipsoids drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0169 (5) 0.0145 (5) 0.0197 (5) −0.0002 (4) 0.0066 (4) −0.0027 (4) N2 0.0174 (5) 0.0137 (5) 0.0208 (5) −0.0006 (4) 0.0086 (4) −0.0014 (4) N3 0.0190 (5) 0.0223 (6) 0.0210 (5) −0.0005 (4) 0.0037 (4) −0.0005 (4) C1 0.0212 (6) 0.0173 (6) 0.0190 (6) 0.0007 (5) 0.0108 (5) 0.0037 (5) C2 0.0223 (6) 0.0196 (7) 0.0229 (6) 0.0005 (5) 0.0101 (5) 0.0018 (5) C3 0.0217 (7) 0.0298 (8) 0.0242 (7) −0.0001 (5) 0.0068 (5) 0.0035 (6) C4 0.0209 (7) 0.0313 (8) 0.0320 (7) 0.0074 (6) 0.0107 (6) 0.0086 (6) C5 0.0282 (7) 0.0224 (7) 0.0309 (7) 0.0087 (6) 0.0160 (6) 0.0061 (6) C6 0.0251 (7) 0.0194 (7) 0.0229 (6) 0.0042 (5) 0.0134 (5) 0.0045 (5) C7 0.0340 (8) 0.0168 (7) 0.0246 (7) 0.0045 (5) 0.0173 (6) −0.0004 (5) C8 0.0300 (7) 0.0186 (7) 0.0185 (6) −0.0006 (5) 0.0130 (5) −0.0001 (5) C9 0.0391 (8) 0.0210 (7) 0.0247 (7 C15-N1-N2 107.53 (10) C12-C13-C8 118.40 (11) C23-N2-N1 122.08 (10) C1-C14-C13 121.05 (11) C23-N2-C17 124.83 (10) C1-C14-C15 119.46 (11) N1-N2-C17 113.08 (9) C13-C14-C15 119.39 (11) C22-N3-C18 117.04 (11) N1-C15-C14 119.44 (11) 
